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A new species of Adolfus 

Figure 7. Male specimen (ZFMK 68875) of Adolfus masavaensis from the Aberdare Range. 

Colouration of specimens from Mt. Elgon: dorsal sur-
face dark brown, with a narrow black vertebral stripe, often 
extending onto the occipital scale. Flanks black, not sepa-
rated by dorsolateral stripes from the brown dorsal colour-
ation. Venter whitish with black spots (highest density on 
the chest). 

Colouration of specimens from the Aberdares: dor-
sal surface light brownish, with a narrow black vertebral 
stripe. Flanks dark brown, separated from the dorsal col-

ouration by a narrow, whitish, black-framed stripe. Often 
with a green-edged lateral stripe. Venter dirty white, with-
out black spots or flecks.

Variation: The Mt. Elgon population of A. masavaen-
sis differs from specimens of the Aberdare population 
(Fig. 7, Tab. 4) in having smooth scales on the flanks (ver-
sus keeled), the moderately keeled versus strongly keeled 
vertebral scales, a rostral scale that is not usually in con-
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tact with the frontonasal scale (versus usually in contact), 
a higher number of temporal scales (6–12 versus 3–6), and 
a small precloacal scale, about the same size of the scale in 
front of it, versus a large precloacal plate, larger than the 
scale in front of it. In specimens from Mt. Elgon, the ver-
tebral stripe often includes the occipital scale whereas it is 
excluded in those from the Aberdares. 

Description of the holotype: An adult female with a long, 
but regenerated tail. Upper head scales smooth, large and 
clearly distinct from body scales. Nostril in contact with 
first upper labial scale, 5th upper labial on both sides in con-
tact with eye; 8–7 (left, right) supralabial scales, 6–5 (left, 
right) infralabial scales, 4–4 (left, right) supraocular scales. 
4–3 (left, right) supraciliary scales. Temporal region with 
large scales: 2–3 (left, right) supratemporal scales and 6–7 
(left, right) temporal scales. Dorsal scales uniform in size 
(mid-dorsal scales not larger than those on flanks), lan-
ceolate, keeled and imbricate, in 20 transverse scale rows 
behind forelimbs, 21 at midpoint between fore and hind 
limbs, 21 just anterior to hind limbs, and in 46 longitudi-
nal scale rows along vertebral column. Ten femoral pores 
on either side. Four collar scales present, granular scales 
beneath collar absent. Ventral scales smooth and overlap-
ping, in 22–22 longitudinal and six transverse rows, median 
and outer scales narrower than others. Tail scales strongly 
keeled, keels aligned in longitudinal rows, 19 caudal scales 
around 11th segment, 21 scales around 15th segment (counted 
from tail base). Subdigital lamellae of fingers 1–5: 5–7–11–
12–7; subdigital lamellae of toes 1–5: 6–10–11–15–11.

Measurements (in mm) of the holotype are as follows: 
snout–vent length 51.8; head length 10.8; head width 6.9; 
head height 5.5; skull length 11.6; snout–eye distance 3.6; 
mouth length 10.8; tail length 89.7 (reduced); snout–arm 
distance 18.1; axilla–groin distance 25.2; humerus length 
4.2; radius–ulna length 5.4; femur length 5.6; tibia–fibula 
length 7.5; 4th toe length 6.7.

Colouration of holotype in preservative: ground colour-
ation of upper head, mid-dorsal parts of the body and up-
per parts of the tail brownish, with a fine black vertebral 
stripe extending from the nape to the first half of the tail. 
Sides of the head, flanks and sides of the tail black, each 
single scale black or black with a fine white margin or tip, 
with some intermixed white granular scales on the sides of 
the nape. Ventral parts dirty white with black dots mainly 
on nape and chin.

Etymology: The English name of ‘Mount Elgon’ refers to 
the indigenous tribe of the Elgonyi who live on the south-
ern slopes of the mountain. ‘Masava’ is the local name for 
Mount Elgon used by the tribes on the Ugandan side of 
the mountain, and is used to form the species name for the 
taxon described herein.

Distribution and habitat: Adolfus masavaensis sp. n. is 
known from the Mt. Elgon area and the Aberdare Range. 
Within the Mt. Elgon area, there is a single record from 
the Cherangani Hills (BMNH 1969.2584, Sondang, 3,150 m; 

Arnold 1989a) that probably represents a third distinct 
population of the new species, but still requires additional 
study.

Like A. alleni, specimens of the new species were only 
found at high altitudes from 2,895.5 m (CAS 162680–81) 
to 3,372 m (ZFMK 75011), and are presumed to have simi-
lar habitat preferences, i.e., the Páramo-like [alpine] zone, 
a form of open grassland with Dendrosenecio battiscombei 
(Asteraceae). However, Angel (1925) mentioned a speci-
men from the bamboo forests on the Aberdares, at the low-
er altitudinal limit of the species, a zone that is ecologically 
distinct from the other species’ known habitats. 

Relationships: As shown in Figure 3, the new species is the 
sister taxon to A. alleni, and both species are closely relat-
ed to the A. jacksoni complex from the Albertine Rift and 
Mt. Elgon region (including Kakamega Forest), and more 
distantly related to A. africanus. Within the new species, 
the two populations from Mt. Elgon and the Aberdares are 
genetically distinct, but show low p-distances (Fig. 3; Sup-
plemental Material 1–4). Arnold (1989a) mentioned spec-
imens from the southern parts of the Aberdares with less 
developed keels on the vertebral scales. Therefore, there 
could be a small differentiation between northern and 
southern populations in this range. This may be correlat-
ed with the habitat differences noted by Angel (1925) and 
would be a good example for habitat-induced evolution.

Conservation: Because of our division of A. alleni into 
two taxa, the conservation status of both species need to 
be reassessed. Adolfus alleni was categorised by the IUCN 
(Spawls 2010) as ‘Vulnerable’ due to its small area of oc-
cupancy of about 5,226 km2, and because individuals were 
known from only four localities, even though they main-
ly occurred within National Parks (Mt. Kenya, Mt. Elgon, 
Aberdares). 

However, because of our taxonomic partition, both spe-
cies have more reduced areas of occupancy and are only 
known from one population (A. alleni, Mt. Kenya) and 
two clearly isolated populations (A. masavaensis sp. n., 
Aberdares/Mt. Elgon + Cherangani Hills), respectively, 
which may render their conservation status more criti-
cal. Habitat degradation was considered the major threat 
(Spawls 2010), because despite the protected status of the 
parks, moorlands were still being burned and the human 
population in proximity to the parks was dense. These 
observations now also apply to the new species Adolfus 
masavaensis sp. n. 

 

Discussion

The principal motivation of this work was to clarify the 
status of the high-altitude populations of Adolfus alle-
ni. In Africa, species that are adapted to montane grass-
lands and forests at high altitudes are often endemic to 
small high-altitude mountain ranges. This phenomenon 
is well known from East African high-altitude chameleons 
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(e.g., Kinyongia gyrolepis Greenbaum, Tolley, Joma & 
Kusamba, 2012: Lendu Plateau 2,150 m; Trioceros kinetensis 
[Schmidt, 1943]: Imatong Mts., 3,000 m; T. ntunte Necas, 
Modrý & Slapeta, 2005: Mt. Nyiru, 2,500 m; T. schubotzi 
[Sternfeld, 1912]: Mt. Kenya, 3,000 m; T. hanangensis 
Krause & Böhme, 2010: Mt Hanang, 2,800 m), but is still 
poorly documented in other East African reptile groups. 
It is not surprising that a lack of gene flow among popula-
tions adapted to montane grasslands will lead to genetic 
distinctness (Fig. 3, Supplemental Material 1–4). As men-
tioned by Arnold (1989a), the overall similarity between 
populations of A. alleni could be due to the conservation 
of shared ancestral characters, whereas the features (e.g., 
low temporal counts, low number of femoral pores, strong 
keeling of dorsal scales) of the Aberdare population seem 
to be derived, and suggest at least some level of genetic 
drift. 

Both Mt. Kenya and the Aberdares are separated from 
Mt. Elgon by about 300 km, whereas Mt. Kenya and the 
Aberdares are only 50 km apart. All of these mountains 
are extinct volcanoes and isolated ecosystems (Petursson 
et al. 2006) associated with the Rift Valley. Mount Elgon 
(formed ca. 20 million years ago [mya]) is much older than 
Mt. Kenya (ca. 3 mya) (Hamilton 1981, 1982) or the Aber-
dares (ca. 4 mya) (Baker et al. 1988). This is reflected in the 
zoogeography of the Aberdare Range and Mt. Kenya, which 
are geographically closely linked, but rarely share high-alti-
tude species – an exception is the small adder Montatheris 
hindii (Boulenger 1910), which is known from both local-
ities above 2,700 m. Conversely, both mountains have their 
endemic vertebrate species (e.g., Mt. Kenya: Chamaeleoni-
dae, T. schubotzi; Aberdares: Soricidae, Surdisorex norae 
Thomas, 1906; Spalacidae, Tachyoryctes audax Thomas, 
1910), but neither are known to share an endemic species, 
or have an endemic sister species distribution. Among 
high-altitude species, only the skink Trachylepis irregula-
ris (Lönnberg, 1922) occurs at all three localities, as well 
as the Mau Escarpment, a steep natural cliff approximately 
3,000 m high, running along the western edge of this part 
of the Gregory Rift Valley and connecting the Aberdares 
with the Cherangani Hills and Mt. Elgon. However, only 
a single sample of T. irregularis has as yet been examined 
as to its molecular data (Mausfeld et al. 2000), and this 
taxon might represent a complex of cryptic species. Mount 
Elgon’s biota is poorly known, but was recently the focus of 
a biodiversity survey (Davenport et al. 1996), which led 
to it being provisionally ranked among the top ten most 
species-rich forests in Uganda (Davenport et al. 1996, 
Howard et al. 2000). 

Previously, A. alleni was considered to occur in three 
isolated mountain systems, but our results demonstrate 
that relationships between the A. alleni-isolates are in fact 
more complex. The sole specimen of A. alleni recorded 
from the Cherangani Hills was not examined by us (given 
its locality, we tentatively assign it to A. masavaensis), but it 
may indicate that a zoogeographic corridor exists between 
Mt. Elgon and the Aberdares. Given the somewhat para-
doxical distribution of the three A. alleni-isolates, with the 

Aberdare population being more closely related to that of 
Mt Elgon (300 km away) rather than Mt Kenya (50 km), 
we hypothesize that the Mt. Elgon-populations are ances-
tral populations, whereas those on the Aberdares and Mt. 
Kenya represent more recent migrations. This is support-
ed by the structure of the landscape in this area (Fig. 4): 
Mount Elgon has a connection with the Cherangani Hills, 
followed by a mountainous corridor (Mau Escarpment) to 
the Aberdares and the mountain systems of northern Tan-
zania, whereas Mt. Kenya is clearly isolated.

Future research will be focused on A. jacksoni (shown to 
be paraphyletic in our phylogeny) and the skink T. irregu-
laris, both of which could show the same zoogeographic 
pattern as A. alleni and A. masavaensis. Additional field 
surveys could reveal the presence of A. masavaensis in the 
Mau Escarpment. Moreover, future studies can serve to test 
our zoogeographic hypothesis by incorporating the phylo-
geographies of A. alleni and A. masavaensis and more ex-
tensive sampling of their populations.

Revised key to the species of Adolfus

1a Vertebral scales distinctly larger than those on the 
flanks; outermost ventral scale rows incomplete 
and faintly keeled  ................................ Adolfus africanus

1b Vertebral scales about the same size as the scales 
on the flanks; outermost ventral scale rows incom-
plete and smooth  ............................................................ 2

2a Temporal scales small and numerous; granular 
scales beneath the collar present; dorsal scales in 
37–48 rows around midbody  .............  Adolfus jacksoni

2b Temporal scales large and few in number; granular  
scales beneath the collar absent; dorsal scales in 
18–24 rows around midbody  ........................................ 3

3a Vertebral and lateral scales keeled; vertebral scales 
strongly keeled; rostral and frontonasal scale usu-
ally in contact; number of temporal scales low, 
3–6; number of femoral pores on either thigh 8–12
...................  Adolfus masavaensis, Aberdare population

3b Vertebral scale row weakly to moderately keeled;  
rostral and frontonasal scale usually not in contact;  
maximum number of temporal scales high, 5–12; 
number of femoral pores on either thigh 10–14  ....... 4

4a More than 50 dorsal scales in a longitudinal row;  
number of temporal scales 8–12; 5–6 collar scales;  
17–20 lamellae under 4th toe; side of the head and 
flanks rufous or brown; two black-edged dorso-
lateral stripes  .............................................. Adolfus alleni

4b Less than 50 dorsal scales in a longitudinal row; 
number of temporal scales 6–9; 4  collar scales; 
15 lamellae under 4th toe; side of the head and 
flanks black, each scale with a fine white edge or 
tip; two black-edged dorsolateral stripes absent 
 .................  Adolfus masavaensis, Mt. Elgon population
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Appendix 1
Material examined and unvouchered tissue samples  

[according to the new taxonomic concept]

Adolfus africanus: Cameroon: ZFMK 5804: Dikume, Rumpi Hills, 
04°55’ N, 09°15’ E; ZFMK 67573, 68274: Edib, Bakossi Mountains, 
1,250 m, 05°03’ N, 09°35’ E; ZFMK 59513: Mt. Kupe, 04°49’  N, 
09°42’ E, 950 m. Democratic Republic of the Congo: ZFMK 
47575–76, 53435, 55656–58: Irangi Forest, South Kivu Province; 
ZFMK 55655: Itebero, South Kivu Province, 01°43’ S, 28°06’ E; 
ZFMK 57598: Kahuzi-Biega National Park, South Kivu Province, 
2,200 m. Rwanda. ZFMK 55767, Cyamudongo, Nyungwe Forest, 
02°30’ S, 29°14’ E. 

Adolfus alleni: Kenya: MCZ R-9281: Mount Kenya, tree line 
NE slope, 00.7058° 37.335082° (WGS84, Error: 26.625 miles); 
NMK H-35: Mount Kenya, Hombe route, 0°16.776’ S, 37°13.450’ E, 
2,843 m; NMK H-123, NMK H-120, NMK L/3199/1: Mount Kenya, 
Sirimon route, near Old Moses Camp, 0°04’08.6” S, 37°18’06.5” E, 
3,778 m; ZFMK 14086, 82078: Mount Kenya; NMK H-86: Mount 
Kenya National Park, Chogoria route, 0°08’46.85” S, 37°25’13.17” E, 
3,171 m (no voucher).

Adolfus masavaensis: Kenya: ANSP 24237: Kaburomi, Mt. 
Elgon; FMNH 35290–91: Mount Elgon; MHNG 1578.44–46: Ab-
erdare Mountains, Kinangop, Njabini (2500m a.s.l.); “NM Nai-
robi”: Aberdare Mountains, seepage areas next to river a few 
kilometres west of the fishing lodge (00°29’02” S, 36°43’24”E, 
2980 m) (no voucher); USNM 49410–11: Aberdare Range, Aberd-
are Range, Summit, 0°19’00” S, 36°37’00” E; ZFMK 68875: Aber-
dare Mountains, north of Kinangop (south of the Fishing Lodge 
and the Kiandongoro Gate), Páramo zone, 3,500 m; ZFMK 75001 
(holotype): Mount Elgon, Koitobos, “01.05 N 34.37 E”, 3372  m. 
Uganda: CAS 162680–81: Mount Elgon, Arugot, 9500 ft.; MCZ 
R-41178–79, MCZ R-41185–88: Mount Elgon, Kapchorwa, Tingey 
Kaburoni, 10,500 feet.
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Supplemental material to Wagner et al. (2014) – Salamandra 50(1): 1–17

Supplemental material 1. Uncorrected p sequence divergence (16S data set) for genetic samples included in this study. Names arranged after the new taxonomic concept.

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22

1 Adolfus alleni 
ZFMK 82078 —

2 Adolfus alleni 
NMK H86 0.000 —

3 Adolfus masavaensis 
Nairobi 0.021 0.021 —

4 Adolfus massavaensis 
ZFMK 75001 0.032 0.032 0.017 —

5 Adolfus cf. jacksoni 
761 0.046 0.046 0.038 0.046 —

6 Adolfus jacksoni 
CAS 201598 0.044 0.044 0.032 0.044 0.044 —

7 Adolfus jacksoni 
UTEP 20276 0.038 0.038 0.036 0.040 0.040 0.021 —

8 Adolfus jacksoni 
UTEP 20279 0.038 0.038 0.036 0.040 0.040 0.021 0.000 —

9 Adolfus jacksoni 
UTEP 20281 0.038 0.038 0.036 0.040 0.040 0.021 0.000 0.000 —

10 Adolfus africanus 
UTEP 20269 0.109 0.109 0.092 0.095 0.090 0.107 0.097 0.097 0.097 —

11 Adolfus africanus 
UTEP 20271 0.109 0.109 0.092 0.095 0.090 0.107 0.097 0.097 0.097 0.000 —

12 Congolacerta vauereselli 
UTEP 20293 0.103 0.103 0.109 0.107 0.120 0.124 0.120 0.120 0.120 0.134 0.134 —

13 Congolacerta vauereselli 
UTEP 20297 0.101 0.101 0.113 0.116 0.116 0.122 0.118 0.118 0.118 0.141 0.141 0.019 —

14 Congolacerta vauereselli 
UTEP 20267 0.101 0.101 0.105 0.107 0.109 0.113 0.113 0.113 0.113 0.141 0.141 0.061 0.061 —

15 Congolacerta vauereselli 
UTEP 20263 0.099 0.099 0.103 0.105 0.103 0.107 0.107 0.107 0.107 0.134 0.134 0.065 0.061 0.008 —

16 Gastropholis vittatus 0.105  0.105 0.109 0.107 0.099 0.101 0.092 0.092 0.092 0.118 0.118 0.120 0.118 0.120 0.116 —

17 Gastropholis prasina 0.107 0.107 0.105 0.099 0.099 0.101 0.097 0.097 0.097 0.113  0.113 0.107 0.109 0.107 0.107 0.046 —

18 Holaspis laevis 
764 0.107 0.107 0.101 0.097 0.101 0.113 0.111 0.111 0.111 0.113 0.113 0.111 0.111 0.113 0.113 0.105 0.097 —

19 Holaspis laevis 
763 0.105 0.105 0.099 0.095 0.099 0.111 0.109 0.109 0.109 0.111 0.111 0.109 0.109 0.116 0.111 0.103 0.095 0.002 —

20 Acanthodactylus erythrurus 0.132 0.132 0.139 0.141 0.128 0.141 0.134 0.134 0.134 0.128 0.128 0.147 0.141 0.134 0.134 0.141 0.134 0.130 0.130 —

21 Atlantolacerta andreanskyi 0.092 0.092  0.090 0.095 0.097 0.097 0.095 0.095 0.095 0.113 0.113 0.122 0.126 0.118 0.113 0.113 0.109 0.118 0.116 0.137 —

22 Iberolacerta cyreni 0.124 0.124 0.122 0.122 0.124 0.126 0.126 0.126 0.126 0.141 0.141 0.139 0.139 0.128 0.128 0.132 0.128 0.134 0.132  0.162 0.130 —
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Supplemental material 2. Uncorrected p sequence divergence (cyt b data set) for genetic samples included in this study. Names arranged after the new taxonomic concept.

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22

1 Adolfus alleni 
FMK 82078 —

2 Adolfus alleni 
NMK H86 0.014 —

3 Adolfus alleni 
Nairobi 0.122 0.135 —

4 Adolfus masavaensis 
ZFMK 75001 0.135 0.135 0.091 —

5 Adolfus cf. jacksoni 
761 0.132 0.132 0.139 0.125 —

6 Adolfus jacksoni 
CAS 201598 0.155 0.155 0.166 0.159 0.139 —

7 Adolfus jacksoni 
UTEP 20276 0.149 0.162 0.169 0.166 0.145 0.064 —

8 Adolfus jacksoni 
UTEP 20279 0.149 0.162 0.169 0.166 0.145 0.064 0.000 —

9 Adolfus jacksoni 
UTEP 20281 0.149 0.162 0.169 0.166 0.145 0.064 0.000 0.000 —

10 Adolfus africanus 
UTEP 20269 0.162 0.169 0.142 0.186 0.162 0.206 0.186 0.186 0.186 —

11 Adolfus africanus 
UTEP 20271 0.166 0.172 0.139 0.182 0.159 0.203 0.182 0.182 0.182 0.003 —

12 Congolacerta vauereselli 
UTEP 20293 0.226 0.230 0.236 0.203 0.216 0.230 0.216 0.216 0.216 0.209 0.206 —

13 Congolacerta vauereselli 
UTEP 20297 0.233 0.236 0.233 0.206 0.230 0.233 0.226 0.226 0.226 0.213 0.209 0.068 —

14 Congolacerta vauereselli 
UTEP 20267 0.209 0.216 0.206 0.203 0.199 0.230 0.226 0.226 0.226 0.199 0.196 0.145 0.155 —

15 Congolacerta vauereselli 
UTEP 20263 0.223 0.230 0.220 0.216 0.209 0.236 0.233 0.233 0.233 0.226 0.223 0.166 0.176 0.034 —

16 Gastropholis vittatus 0.199 0.206 0.203 0.196 0.216 0.216 0.209 0.209 0.209 0.186 0.182 0.172 0.166 0.206 0.213 —

17 Gastropholis prasina 0.230 0.236 0.209 0.216 0.247 0.233 0.240 0.240 0.240 0.223 0.220 0.216 0.216 0.250 0.236 0.182 —

18 Holaspis laevis 
764 0.236 0.247 0.213 0.230 0.240 0.257 0.213 0.213 0.213 0.220 0.216 0.209 0.220 0.230 0.243 0.243 0.209 —

19 Holaspis laevis 
763 0.236 0.247 0.213 0.230 0.240 0.257 0.213 0.213 0.213 0.220 0.216 0.209 0.220 0.230 0.243 0.243 0.209 0.000 —

20 Acanthodactylus erythrurus 0.240 0.250 0.243 0.260 0.253 0.280 0.267 0.267 0.267 0.230 0.226 0.253 0.260 0.264 0.284 0.226 0.233 0.260 0.260 —

21 Atlantolacerta andreanskyi 0.206 0.216 0.193 0.209 0.203 0.226 0.213 0.213 0.213 0.220 0.216 0.220 0.216 0.236 0.236 0.186 0.199 0.209 0.209 0.243 —

22 Iberolacerta cyreni 0.220 0.223 0.206 0.199 0.182 0.236 0.203 0.203 0.203 0.236 0.233 0.203 0.196 0.220 0.220 0.216 0.226 0.236 0.236 0.240 0.203 —
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1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

1 Adolfus alleni 
NMK H86

—

2 Adolfus alleni 
Nairobi

0.005 —

3 Adolfus masavaensis 
ZFMK 75001

0.007 0.002 —

4 Adolfus cf. jacksoni 
761

0.009 0.004 0.005 —

5 Adolfus jacksoni 
CAS 201598

0.009 0.004 0.005 0.004 —

6 Adolfus jacksoni 
UTEP 20276

0.004 0.009 0.011 0.009 0.005 —

7 Adolfus jacksoni 
UTEP 20279

0.004 0.009 0.011 0.009 0.005 0.000 —

8 Adolfus jacksoni 
UTEP 20281

0.009 0.004 0.005 0.004 0.000 0.005 0.005 —

9 Adolfus africanus 
UTEP 20269

0.007 0.013 0.014 0.013 0.013 0.007 0.007 0.013 —

10 Adolfus africanus 
UTEP 20271

0.007 0.013 0.014 0.013 0.013 0.007 0.007 0.013 0.000 —

11 Congolacerta vauereselli 
UTEP 20293

0.022 0.027 0.027 0.027 0.027 0.022 0.022 0.027 0.018 0.018 —

12 Congolacerta vauereselli 
UTEP 20297

0.024 0.029 0.029 0.029 0.029 0.024 0.024 0.029 0.020 0.020 0.002 —

13 Congolacerta vauereselli 
UTEP 20267

0.025 0.020 0.018 0.020 0.020 0.025 0.025 0.020 0.022 0.022 0.016 0.018 —

14 Congolacerta vauereselli 
UTEP 20263

0.027 0.022 0.020 0.022 0.022 0.027 0.027 0.022 0.024 0.024 0.018 0.020 0.002 —

15 Gastropholis vittatus 0.031 0.025 0.027 0.022 0.025 0.031 0.031 0.025 0.031 0.031 0.038 0.040 0.031 0.033 —

16 Gastropholis prasina 0.029 0.024 0.025 0.020 0.024 0.029 0.029 0.024 0.029 0.029 0.036 0.038 0.029 0.031 0.009 —

17 Holaspis laevis 
764

0.045 0.040 0.042 0.040 0.040 0.045 0.045 0.040 0.042 0.042 0.051 0.053 0.043 0.045 0.051 0.049 —

18 Holaspis laevis 
763

0.043 0.038 0.040 0.038 0.038 0.043 0.043 0.038 0.040 0.040 0.049 0.051 0.042 0.043 0.049 0.047 0.002 —

19 Acanthodactylus erythrurus 0.040 0.036 0.038 0.036 0.036 0.040 0.040 0.036 0.036 0.036 0.038 0.040 0.033 0.034 0.047 0.043 0.060 0.058 —

20 Atlantolacerta andreanskyi 0.020 0.025 0.027 0.027 0.027 0.022 0.022 0.027 0.018 0.018 0.025 0.027 0.029 0.031 0.038 0.036 0.047 0.045 0.043 —

21 Iberolacerta cyreni 0.027 0.033 0.034 0.033 0.033 0.027 0.027 0.033 0.024 0.024 0.027 0.029 0.031 0.033 0.043 0.042 0.054 0.053 0.047 0.027 —

Supplemental material 3. Uncorrected p sequence divergence (c-mos data set) for genetic samples included in this study.  Names arranged after the new taxonomic concept.
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1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21

1 Adolfus alleni 
NMK H86

—

2 Adolfus masavaensis 
ZFMK 75001

0.001 —

3 Adolfus cf. jacksoni 
761

0.003 0.004 —

4 Adolfus jacksoni 
CAS 201598

0.009 0.007 0.012 —

5 Adolfus jacksoni 
UTEP 20276

0.009 0.007 0.012 0.000 —

6 Adolfus jacksoni 
UTEP 20279

0.009 0.007 0.012 0.000 0.000 —

7 Adolfus jacksoni 
UTEP 20281

0.009 0.007 0.012 0.000 0.000 0.000 —

8 Adolfus africanus 
UTEP 20269

0.015 0.013 0.018 0.021 0.021 0.021 0.021 —

9 Adolfus africanus 
UTEP 20271

0.016 0.015 0.019 0.022 0.022 0.022 0.022 0.001 —

10 Congolacerta vauereselli 
TEP 20293

0.034 0.033 0.037 0.037 0.037 0.037 0.037 0.040 0.041 —

11 Congolacerta vauereselli 
UTEP 20297

0.037 0.036 0.040 0.040 0.040 0.040 0.040 0.043 0.044 0.044 —

12 Congolacerta vauereselli 
UTEP 20267

0.034 0.033 0.037 0.037 0.037 0.037 0.037 0.043 0.043 0.015 0.019 —

13 Congolacerta vauereselli 
UTEP 20263

0.036 0.034 0.039 0.039 0.039 0.039 0.039 0.044 0.044 0.016 0.021 0.001 —

14 Gastropholis vittatus 0.022 0.021 0.025 0.028 0.028 0.028 0.028 0.031 0.033 0.039 0.041 0.037 0.039 —

15 Gastropholis prasina 0.030 0.028 0.033 0.033 0.033 0.033 0.033 0.039 0.040 0.043 0.046 0.041 0.043 0.010 —

16 Holaspis laevis 
764

0.027 0.025 0.030 0.030 0.030 0.030 0.030 0.036 0.037 0.040 0.043 0.040 0.041 0.034 0.039 —

17 Holaspis laevis 
763

0.027 0.025 0.030 0.030 0.030 0.030 0.030 0.036 0.037 0.040 0.043 0.040 0.041 0.034 0.039 0.000 —

18 Acanthodactylus erythrurus 0.034 0.036 0.037 0.043 0.043 0.043 0.043 0.043 0.044 0.039 0.041 0.041 0.043 0.040 0.047 0.046 0.046 —

19 Atlantolacerta andreanskyi 0.016 0.018 0.019 0.025 0.025 0.025 0.025 0.028 0.030 0.036 0.039 0.034 0.036 0.024 0.031 0.031 0.031 0.036 —

20 Iberolacerta cyreni 0.024 0.025 0.027 0.033 0.033 0.033 0.033 0.036 0.037 0.043 0.046 0.043 0.044 0.036 0.043 0.037 0.037 0.040 0.025 —

Supplemental material 4. Uncorrected p sequence divergence (RAG1 data set) for genetic samples included in this study. Names arranged after the new taxonomic concept.
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